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Constructing a Chinese Medicine
Molecular Analysis Plateform by Utilizing
cDNA Microarray (3-3)

Jhih-Yang Hsu

National Tsing-Hua University

ABSTRACT

The traditional Chinese medical formulas have been in clinical use for
thousands of years and their therapeutic effects were documented in ancient
Chinese pharmacopoeias. One of the salient features of the traditional Chinese
medicine is the use of combination herbal formula. However, even a single
medicinal herb contains hundreds of organic and inorganic compounds. Lack of
standardization poses a major challenge for the safe and effective use of traditional
Chinese herbal medicine. Therefore, it is essential to establish a standardization
protocol to ensure the authenticity as well as assess the chemical and biological
consistency of these multi-component herbal formulas.

In the third year, we have performed a detailed investigation on the chemical
profiles of Cordyceps extracts. Final chemical fingerprints of various Cordyceps
samples are constructed. In addition, microarray results are further confirmed by
real-time PCR and the consistency between these two sets of data are evaluated by
statistical methods. As the end of the third year, we have demonstrated that an
integrated fingerprinting platform is established. This platform holds great potential
for future application on the study of traditional Chinese herbal formulas.

Keywords : Cordyceps sinensis, cDNA microarray, molecular genetic fingerprinting,

chemical fingerprinting, marker genes, standardization
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QFB vs. QCS vs. QW
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