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ABSTRACT

This study was aimed to explore the relationships among the phenotypes of
Chinese medicine, Western medicine, and mRNA expression. We enrolled 75
patients with major depressive disorder (by DSM-IV criteria) from psychiatric
OPD and 75 healthy controls. The patients were all rated by Hamilton’s Depression
Rating Scale and subgrouped by Chinese medicine definition. Blood samples were
drawn for mRNA expression from all subjects.

We have already enrolled 35 drug-free patients with a DSM-IV diagnosis of
MDD and 35 healthy controls. All patients were classified by Chinese medicine
definitions, and rated with Hamilton Depression Rating Scale (HDRS). Messenger
RNA was extracted from venous blood of all subjects for gene-expression analysis
by real-time PCR. To make gene detection faster and to normalize data among
batches, we have set up a real time PCR polygene platform. Novel candidate genes,
such as RGS4, PSAT1, GRM3, SLCIA3, LSM4, GAD1, SHMT2, PPP3CC, GCAT,
NRGI1, SRR and CHRNA7, were cloned into plasmid DNA to creative relative
standard curves. Using this method, we can examine many genes’ expressions in
one sample with merely one- time real time PCR. Now we have already done about
10 samples in this platform.

Moreover, among 25 patients and 25 age- and gender-matched healthy
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controls, RGS4 expressions were positively correlated with HDRS scores (r = 0.40);
and PSAT1, negatively correlated with HDRS (r = -0.36). RGS4 expression levels
were marginally higher in male patients than in male controls (p=0.06). PSAT1
expressions differed significantly in male (2.37+1.11) vs. in female patients
(0.98+0.66, p=0.001), suggesting gender effects on gene expression. In addition,
we have had some publications in the past year.

Keywords : major depression, Chinese Medicine, gene expression
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2~ B

Tablel xR A F LI LE (mean£SD)

PSAT1/GAPDH
Male
Female

RGS4/GAPDH
Male

Female

Patients(12M:13F)

1.65+1.14
2.37%+1.11
0.98%0.66
0.38%0.26
0.34£0.26
0.41+0.26

Controls(11M:14F)

1.17+1.31
1.54+1.73
0.8710.81
0.79%1.21
1.3+1.65
0.410.47

p-value
0.175
0.180
0.732
0.100
0.060
0.902

Table2 PSAT1 22 RGS4 e B % v Mul A F Lt i £ B

Male Female p-value
PSAT1/GAPDH 2.37+1.11 0.98t0.66  0.001*
RGS4/GAPDH  0.3410.26 0.4210.26  0.452

442



PEREESF RUH ¥

T=
G«
o1
5
I 44
O
[l
=T
g3
=
o
¥ 2+
1 é =
& L
-
M= 1 12
Controls Patients

Fig.l RGS4 2 L8 7 1+ B % 2 A ¥ 30 ¥ 342 (p=0.06)

5=

4'.
T G4
)
o
g
D
'_
e
03]
o 14

I:ll

-1

M;Ie FerrT.aIe
Gender

Fig.2 PSAT1 A &R A B X e 7 1+ (2.37+£1.11) &4 4 (0.98+0.66, p=0.001)
EEMFRLE  HAEYEBPARNLR

443



¢ %%iiﬁ 5258 %2

444



